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Project PROJ-41 - Starting compound C 12035 Rank pathways by vyield, length,
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S I t I 109339 I 0.72 0.47 4 1 0.25 1 025 269 1,2-Propanediol =+ Propanal =+ 3-hydroxyvalerate = 1-hydroxy-1-keto-pent-2-en-3-olate =+ but-1-en-2-olate
t h 109340 0.65 047 4 1 025 1 0.25 262 1,2-Propanediol = Propanal = 3-hydroxyvalerate = 1-hydroxy-1-keto-pent-2-en-3-olate = but-1-en-2-olate
I y 109351 0.57 0.47 4 1 0.25 1 025 255 1,2-Propanediol = Propanal = 3-hydroxy-2-methyl-butyraldehyde = 2-ethylacrolein = but-1-en-2-olate

109 072 047 4 1 0.25 1 025 269 1,2-Propanediol = Propanal = 2,3-dihydroxyvaleric acid = butane-1,2-diol = but-1-en-2-olate

1,2-Propanediol = Propanal = 2-hydroxybutyraldehyde = butane-1,2-diol = but-1-en-2-olate 109415

109416 077 047 4 1 0.25 1 025 275 1,2-Propanediol = Propanal = 2-hydroxybutyraldehyde = butane-1,2-diol = but-1-en-2-olate 109416

109477 0.6 0.59 4 1 0.25 1 0.25 269 1,2-Propanediol = Propanal = 3,4-dihydroxyhexan-2-one = 4-hydroxyhex-3-en-2-one =+ but-1-en-2-olate 109477
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Reaction list (# IDs from Excel File)

AG,” in kcal/mol Click on compound or reaction to
get additional information

1,2-Propanediol

G =-9.17 kcal/mol

o= Details for reaction : R212482
Pi |
—\_ CH} ropanal
>
CoA
LCSB Reaction ID | R212482
) OH
NN S 7 Raw File RID R14714
? MG 15 72 ke Reaction H202 + 1,2-Propanediol * (2) H20 + L-Lactaldehyde
cH, Database Nearest KEGG entry : RO0602, Bridglt score : 0.478261
o—f  on Database Nearest KEGG entry : RO0602, Bridglt score : 0.307692
. Energy
- 13,54 kealimo AR
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